and Oryza sativa PCR using the primer sets for 5S rDNA repeat unit or 5S rRNA sequence region were about 1300 by (Fig. 1 ) or 120 bp, respective ly. The 1300 by 5S rDNA repeat unit of C. revoluta given was somewhat shorter than the previous data (1572 bp) analyzed by south ern hybridization of BamHI digested gen omic DNA (Gottlob-Mchugh et al. 1990 ). The biotin-labeled 5S rDNAs were hybridiz ed in situ to the Vicia faba chromosomes in which the 5S rDNA loci are well known. Two ISH signals appeared at the satellite of the longest metacentric chromosome (data not shown) same as previous reports (Knb lmann and Burger 1977 , Schubert et al. 1978 , Hizume 1993 ). The fact indicated that 5S rDNAs were successfully amplified by PCR in this experiment.
Interphase nuclei and mitotic chromo somes had clear, heavy signals indicating hy bridization with the probe of 5S rDNA repeat unit or 5S rRNA sequence region (Fig. 2 ). All interphase nuclei had two sig nals each (Fig. 2A) . The 5S rDNA sites of homologous chromosomes separated always and did not fuse in any phases of mitosis (Figs. 2B, D) . The karyotype of C revoluta was composed of two pairs of large sub metacentric chromosome, five pairs of medi um-sized telocentric chromosomes and four pairs of small metacentric chromosomes, and confirmed that reported previously (Sax and Segawa et al. 1971 , Selvaraj 1980 , Kokubugata and Kondo 1994 , Kondo et al. 1995 
Summary
The 5S rRNA gene (5S rDNA) was physically mapped on the somatic chromosomes (2n=22) in Cycas revoluta Thunb. by in situ hybridization using biotin-labeled probes amplified from total genomic DNA. The 5S rDNA was localized at approximate terminal region of the longest pair of telocentric chromosomes. The site of 5S rDNA were the same as C-or chromomycin A3-band.
